information expands the potential genes affected in vivo, directly or indirectly, by Hotair deletion.
Hotair is located in the HoxC locus between Hoxc11 and Hoxc12. Amandio et al. focused on the HoxC locus, observed alterations in Hoxc11 expression domain, and discovered new transcribed regions at the junction of the Hotair deletion [1] . These cis effects should be taken into consideration in future studies and highlight the interweaved nature of regulatory elements and pervasive transcription in the Hox loci and in mammalian genomes. Future studies using ectopic Hotair transgene may be able to separate cis versus trans effects of the lncRNA. Additionally, focal promoter deletion or insertion of polyadenylation sequence to truncate lncRNA in a strand-specific manner may better target lncRNA transcription while minimally affecting its genomic locus in cis [7, 8] .
